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Abstract: Exosomes are membranous nanovesicles of endocytic origin that carry host and
pathogen derived genomic, proteomic, and lipid cargos. Exosomes are secreted by most
cell types into the extracellular milieu and are subsequently internalized by recipient cells.
Upon internalization, exosomes condition recipient cells by donating their cargos and/or
activating various signal transduction pathways, consequently regulating physiological and
pathophysiological processes. The role of exosomes in viral pathogenesis, especially
human immunodeficiency virus type 1 [HIV-1] is beginning to unravel. Recent research
reports suggest that exosomes from various sources play important but different roles in the
pathogenesis of HIV-1. From these reports, it appears that the source of exosomes is the
defining factor for the exosomal effect on HIV-1. In this review, we will describe how HIV-1
infection is modulated by exosomes and in turn how exosomes are targeted by HIV-1 factors.
Finally, we will discuss potentially emerging therapeutic options based on exosomal cargos
that may have promise in preventing HIV-1 transmission.
Keywords: extracellular vesicle; nanoparticle; exosome; semen; seminal plasma; HIV-1;
murine AIDS

1. Introduction
Exosomes were discovered over 30 years ago when two different research groups led by Philip
Stahl [1] and Rose Johnstone [2] independently described multivesicular late endosome back fusion
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to reticulocyte plasma membranes resulting in release of vesicular cargo, later termed exosomes [3].
Interest in exosomes was renewed in 1996 when exosomes secreted from B lymphocytes were shown
to present major histocompatibility class II—antigen complexes to T lymphocytes [4]. Furthermore,
in 2007, exosomes from human and murine mast cells were discovered to contain functional mRNA
and miRNA that could be donated to recipient cells and translated into heterologous or homologous
proteins [5]. Exosomes are membranous nanovesicles originating as a result of inward budding of
endosomal membranes within the late endosomal compartment of a multitude of cell types [6–8].
Exosomes are released by many cell types [9] into the extracellular environment and are found in
biological fluids [biofluids], notably, blood [10], urine [11], saliva [12], breast milk [13,14], and
semen [8,15–24]. The molecular composition of exosomes closely follows that of the parental cells
and varies between exosomes, and possibly between donors. Proteome and transcriptome studies have
shed light into the cargo composition of exosomes from various sources. Functionally, exosomes have
been implicated in modulation of host immune responses and microbial pathogenesis. In these roles,
exosomes mediate intercellular communications [24–27], thereby providing the host with a mechanism
to mount efficient immune responses against pathogens, including activation of antiviral pathways or
transfer of antiviral factors between different cells [24,27–29]. In addition, exosomes can enable the
virus to overcome host immunity by delivering viral antagonists or proviral/virulence factors to target
cells [30,31].
The multifunctional way that exosomes affect the host microenvironment is evident in the study
of exosomes and HIV-1. Exosomes from a range of cells mediate micro-environmental changes in
target cells by inducing pro- or anti- viral responses [24,32–35] during HIV-1 infection. The ability
of exosomes to inhibit or enhance HIV-1 infection depends on factors including but not limited to the
infection status of the exosome producer cells, the source of the exosomes (biofluid or cell culture
derived), and the type of producer and recipient cells involved in exosome donation and uptake.
Therefore, the role of exosomes in HIV-1 pathogenesis may be significant and underappreciated.
2. Exosomes: Secreted Vesicles Loaded with Various Cargos
Exosomes are a class of extracellular vesicles (EV) generated by living mammalian cells (humans
and animals) and microorganisms, including protozoa [36], fungi [36], and bacteria [37]. Other
classes of EV include (I) apoptotic bodies that are generated by plasma membrane blebbing during
cell death and (II) microvesicles [also known as microparticles or ectosomes] that are assembled at
and are released from eukaryotic cellular plasma membranes via ectocytosis. Comparative analyses
of various EV show that exosomal cargos are distinct from the cargos of other vesicles. Exosomal
proteins (membrane and luminal) are derived from the cytosol, the endocytic compartments, or the
plasma membrane [24,38] and are devoid of serum proteins and protein components of intracellular
compartments, including, the endoplasmic-reticulum, Golgi-apparatus, mitochondria, or nucleus.
Depending on the origin, exosomes generated by different cell types contain varying levels of
endosome-associated proteins, such as Rab GTPase, SNAREs, Annexins, flotillin, and Tsg101 [39].
Also enriched in exosomes are tetraspanins; CD9, CD63, CD81, CD82, CD53 and CD37 [24,40,41],
lipid rafts associated proteins [glycosylphosphatidylinositol-anchored proteins and flotillin) [42,43],
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cholesterol, sphingomyelin, ceramide and phosphatidylserine, but not lysobisphosphatidic acid (LBPA)
that are present in ectosomes [44].
Aside from proteomics, various investigators have utilized different analytical techniques including
unbiased deep sequencing and PCR assays to show that exosomes contain different RNA species,
notably mRNA and miRNA. Also present in exosomes are small noncoding RNA species, including
structural RNAs, tRNA fragments, vault RNA, Y RNA, repeat sequences, RNA transcripts overlapping
with protein coding regions, and small interfering RNAs [24,25,45,46]. Interestingly, differences exist
between exosomal RNA content and the RNA content of the originating cells [24,46]. The reason
for such variation in RNA content is unknown. However, it is speculated that RNA molecules may
be selectively incorporated into exosomes. Whether or not exosomal RNA molecules are directly
enwrapped within the cytosolic lumen of exosomes or co-purified as component of RNA-protein
complexes associated with exosomes is unclear. As a consequence, there exist inconsistencies in the
RNA cargo of exosomes. Studies involving different RNA isolation approaches, sucrose flotation
gradient, and resistance to RNase digestion could shed light on the true RNA composition of exosomes.
With the high interest in exosome cargo composition, various approaches have been used to determine
the cargo composition of different exosomes and the results are deposited at ExoCarta [47] and
Vesiclepedia [48].
While it is clear that exosomes contain proteinaceous and genetic cargos, the molecular mechanisms
governing cargo recruitment into exosomes as well as cargo release by exosomes are yet to be defined.
However, it is believed that Endosomal Sorting Complex Required for Transport (ESCRT) family
members known to play a role in the formation of intraluminal vesicles (ILV) are involved in exosome
biogenesis. Out of the four ESCRT complexes, ESCRT-0 plays a role in ubiquitin-dependent cargo
clustering. An ESCRT-0 member HRS was shown to be required for exosome secretion from various
cancer cells [49–51]. ESCRT-I and ESCRT-II induce bud formation and the function of ESCRT-III
involves vesicle scission. The ESCRT-1 associated protein TSG101 is critical in exosomal secretion.
Studies have shown that reduction in TSG101 levels results in reduced exosome secretion from cancer
cells [49,52]. Additionally implicated in exosome secretion are various isoforms of CHMP4 and
ESCRT-III-associated protein, Alix, which when silenced, results in decreased exosome secretion [52].
Exosomes can also be secreted independently of the ESCRT machinery. It has been demonstrated
that some cells depleted of key subunits of all four ESCRT proteins secrete exosmoses using
ESCRT-independent mechanisms [53]. Exosome secretion in oligodendrocytes is facilitated by lipid
ceramide independently of the ESCRT machinery [54]. Proteins of the tetraspanin family have been
implicated in sorting cargos for exosome secretion. Tetraspanins are enriched in ILV/exosomes within
late endosomes also known as multi vesicular bodies (MVB) [52]. The tetraspanin CD63 promotes
endosomal sorting of melanosomal protein [55], while CD81 allows targeting of a variety of its ligands
into exosomes [56].
Aside from tetraspanins, proteomic studies identified the RAB family of small GTPase proteins as
exosomal cargo [38]. RAB proteins are involved in varied processes of vesicular trafficking [budding,
mobility through cytoskeletal interaction, vesicle docking to target compartment] and membrane fusion
and are therefore implicated in exosome release. For example, RAB11, RAB27a and RAB27b have been
shown to control different steps of the exosome secretion pathway in different cells [57,58]. Screening
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and functional analysis of various RAB proteins following RNAi depletion, provided evidence that in
cancer cells, loss of RAB5A, RAB9A, RAB2B, RAB27A, and RAB27B, efficiently decrease exosome
secretion, while depletion of RAB11A or RAB7 does not affect exosome secretion [57].
The perceived involvement of the ESCRT machinery and the RAB proteins in exosome biogenesis has
led to the use of ESCRT and RAB inhibition as an acceptable method for perturbing exosome secretion.
However, given the role of ESCRT and ESCRT-associated proteins in plasma membrane-dependent
budding of enveloped viruses [59–61], cytokinesis, and membrane repair, as well as the role of RAB
proteins in secretion of other soluble factors; inhibition of ESCRT and RAB pathways may modulate
host cellular functions unrelated to exosome formation/secretion or may alter the cargo composition of
released exosomes. Therefore, caution should be applied while analyzing/using exosomes generated
following such treatments.
3. HIV-1 Exploits Exosomal Machinery: HIV-1 RNA and Protein Trafficking via Exosomes
The biogenesis of exosomes and the cell types that released the exosomes determines exosomal
content. The study of exosomes secreted from HIV-1 infected cells is complicated by the fact that
exosomes have many features in common with HIV-1 including biophysical/molecular properties,
biogenesis and uptake mechanisms. The density of exosomes range from 1.13 to 1.21 g¨ mL´1 [38],
while HIV-1 density ranges from 1.16 to 1.18 g¨ mL´1 [62]. In size, HIV-1 is slightly larger than
exosomes, with the diameter of the virus ranging from 100–120 nm compared to 40–100 nm diameter
of exosomes [63]. In addition, it is thought that HIV-1 can be generated by the same pathway of
exosome biogenesis [64]. Budding of HIV-1 involves interaction with a number of cellular factors,
such as TSG101 and Alix that are also involved in exosome biogenesis [65]. The convergence of HIV-1
and exosome biogenesis suggests that HIV-1 products, including RNA and proteins may be encased
within exosomes or contaminate exosome preparations from HIV-1 infected fluids. However, rigorous
purification strategies, including iodixanol density gradients and immuno affinity approaches are capable
of separating HIV-1 particles from exosomes [63,66]. The striking similarities between the biogenesis of
exosomes and enveloped viruses in general and HIV-1 in particular, led to the Trojan exosome hypothesis
of HIV-1 assembly and cell to cell spread [67], which proposes that HIV-1 evolved to utilize exosome
biogenesis and uptake pathways for the formation of infectious virus and for env-independent virus
entry respectively.
In support of the Trojan exosome hypothesis, HIV-1 recruits components of the host ESCRT
machinery to the sight of viral budding and the virus shares some similarities with shedding
microvesicles/ectosomes. In addition, the interaction between HIV-1 Gag protein and tetraspanins [68]
suggest that HIV-1 may utilize lipid raft micro-domains rich in tetraspanins for virus assembly.
Indeed, CD81 and CD63 found on the surface of exosomes are known to be involved in HIV-1
budding, cell-to-cell spread, and infectivity [68–71]. Moreover, HIV-1 and exosomes express
sialyllactose-containing gangliosides that can interact with sialic-acid-binding immunoglobulin-like
lectins (Siglecs) present in mature dendritic cells (mDCs) [72]. It has been shown that Siglec-1 interacts
with sialyllactose-containing ganglioside on HIV-1 [72] and exosomes [72,73], and promotes mDC
capture and storage of both HIV-1 and exosomes in mDCs, thus facilitating trans infection of T cell
by mDCs [74,75]. It is therefore speculated that exosome competition for binding to Siglec-1 may
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result in diminished trans HIV-1 infection. While the involvement of the exosomal pathway in HIV-1
entry and budding is thought provoking, the Trojan exosome hypothesis came to light during a time
when terminology was limited with regard to extracellular vesicles and when the field of exosome
research was just beginning to expand. Thus, the Trojan exosome hypothesis is a misnomer because
HIV-1 is more aptly compared to ectosomes/microvesicles as evidence suggests that HIV-1 buds from
the plasma membrane, the budding site of ectosomes and not from internal MVB membranes, which
largely represents the exosome budding site.
Host-derived exosomal RNA and protein cargos are trafficked from one cell type to the other. Some
of these cargos are common to all exosomes while others are specific to the producer cells from which
they are secreted. Some cargos present in exosomes isolated from HIV-1 infected cells are viral
components, suggesting a role for exosomes in facilitating viral evasion of host immunity. There is
evidence that HIV-1 infection or transduction of cells with the HIV-1 accessory protein, Nef, increases
the cellular release of exosomes [34,76–78]. Nef interacts with intracellular vesicular sorting and
trafficking pathways and directs MHC-I [79,80] and CD4 [80,81] to MVBs for lysosomal degradation of
MHC-I [80,82] and CD4 [80,83–85]. In addition, Nef is sequestered within exosomes released from cells
in vitro and within blood plasma-derived exosomes from HIV-1 seropositive individuals [34,76–78,86].
Although the mechanism of Nef association with exosomes is not fully understood, Nef is encased in
exosomes by anchoring to exosome lipid raft micro-domains. This process involves Nef’s N-terminal
myristoylation and amino acids within the alpha helix 1.
Other viral proteins have also been shown to be targeted to exosomes. HIV-1 Gag is targeted to
exosomes via Gag higher order oligomerization [64]. Aside from viral proteins, evidence indicates
that genomic unspliced HIV-1 RNA is encased in exosomes isolated from chronically infected U937
cells [87]. The encasement of HIV-1 RNA into exosomes is mediated by the 51 end of Gag p17
matrix open reading frame. Unlike Pegivirus RNA encased in exosomes [88], HIV-1 RNA encased
in exosomes is not infectious. However, increased association of HIV-1 RNA with exosomes correlates
with decreased levels of HIV-1 RNA packaging in viral particles [87]. In addition to HIV-1 RNA,
HIV-1-derived miRNAs including vmiRTAR [89], vmiR88 [90], and vmiR99 [90] are packaged into
exosomes derived from HIV-1-infected cultures and blood of HIV-1-seropositive patients. Exosomal
vmiRTAR reduces expression of Bim and Cdk9 proteins in target cells resulting in decreased apoptosis.
Since packaging of HIV-1 RNA into exosomes reduces the available viral RNA for particle assembly,
it is possible that the host utilizes delivery of genomic HIV-1 RNA to exosomes as part of the defense
mechanism for elimination of viral genomes. If this is proven to be true, the consequence could be
host cellular modification of the HIV-1 genome to be preferentially diverted to exosomes routed for
lysosomal degradation. However, HIV-1-derived vmiRTAR encased within exosomes may function to
promote HIV-1 infection and increase disease pathogenesis.
4. Exosomes Released by HIV-1-Infected Cultured Cells Contain HIV-1-Derived Virulence
Factors and Influence Host Cell Infection
The function of exosomes in HIV-1 pathogenesis is beginning to emerge. Accumulating data reveal
that exosomes released from HIV-1 infected cells have distinct functions from exosomes released
from uninfected cells and biofluid. Exosomes released from infected cells have been shown to
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mostly enhance infection or function as immune decoys [Figure 1]. In contrast, exosomes from
uninfected cells or from HIV-1-seronegative biofluid have protective properties. For example, exosomes
from HIV-1 infected macrophages sequester HIV-1 particles and have been shown to facilitate viral
transfer to uninfected cells [91]. However, Kadiu and colleagues showed that HIV-1 sequestered by
exosomes isolated from infected macrophages are not capable of CD4-independent infection [91]. The
inability of macrophage exosomes to mediate CD4-independent HIV-1 infection support the notion that
HIV-1-loaded exosomes utilize a different route such as clathrin-mediated endocytosis to gain entry
into host cells [91]. Whether or not exosomes secreted from macrophages contain CD4 is unclear.
However, it has been demonstrated that various types of EV mediate the transfer of HIV-1 co-receptors
CCR5 and CXCR4 to co-receptor-null cells [92,93]. CCR5+ microvesicles released by CCR5+ Chinese
hamster ovary cells and peripheral blood mononuclear cells transferred to CCR5´ cells rendered these
cells CCR5+. The transfer of CCR5 to CCR5-deficient peripheral blood mononuclear cells allowed
infection of these cells with R5 tropic HIV-1 [92]. Similarly, transfer of microvesicle-derived CXCR4
to cells that lack the expression resulted in HIV-1 infection of such cells [93]. These results point
to the possibility that exosomes may facilitate expression of HIV-1 entry receptors in an otherwise
negative background, thus modifying viral tropism. Indeed, HIV-1 infections of cells that do not
express HIV-1-entry receptors/co-receptors have been demonstrated without a clear understanding of
the mechanisms governing such observations [92–95]. Furthermore, CD4 has been found on exosomes
and in endocytic compartments where exosome biogenesis occurs [33,81,83–85,96]. It is possible that
exosomes and other related EV may play a role in modulating infection of cells that do not constitutively
express HIV-1 receptors and/or co-receptors, given the accumulating evidence that these structures can
transfer HIV-1 entry receptors between cells.
Aside from the role of exosomes in facilitating HIV-1 infection by transfer of the viral entry receptors,
exosome-mediated transfer of viral proteins, such as HIV-1 Nef to host cells can modulate infection. Nef
reprograms endocytosis, cytoskeletal rearrangement and organelle trafficking [97]. These Nef-mediated
events increase the number of endosomes, lysosomes, MVBs, HIV-1, and exosomes released from HIV-1
infected and bystander cells [78,98–100]. Exosomal-Nef may play a role in HIV-1 pathogenesis by
promoting CD4+ T cell depletion in HIV-1-seropositive individuals. The evidence for this assumption
comes from the observation that Nef-loaded exosomes condition target cells, such as CD4+ T cells by
inducing apoptosis [34,86]. Although Nef increases exosome secretion, it was shown that Nef has the
ability to reduce the amounts of both CD4 and MHC-I molecules loaded into exosomes [33]. This
selective and paradoxical role of Nef suggests that Nef-loaded exosomes play complex roles in HIV-1
infection and pathogenesis. Indeed, CD4-loaded exosomes efficiently inhibit HIV-1 infection, while
CD4-depleted exosomes isolated from CD4+ T cells expressing Nef have a reduced capacity to inhibit
HIV-1 infection [33]. These observations suggest that CD4-loaded exosomes may provide inhibitory
effects on HIV-1 infectivity by virtue of exosomal CD4 binding to HIV-1 envelope proteins. However,
the ability of Nef to selectively eliminate CD4 from exosomes suggests yet another mechanism by which
Nef promotes HIV-1 infection. Indeed, Nef induces uploading of ADAM17 in exosomes from HIV-1
infected cells. While resting CD4+ T lymphocytes are refractory to HIV-1 infection, exposure to Nef
and ADAM17 containing exosomes renders these cells permissive to HIV-1 infection [30].
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Contrary to evidence demonstrating that HIV-1 mediated hijacking of exosomal machinery enhances
infection and thwarts host defense, there is evidence in support of the role of exosomes in inhibiting
viral infections. It has been shown that exosomes and related EV have the capability to sample viral
antigens and present these antigens to the relevant immune cells, with resultant stimulation of antiviral
response in the host [4,8,101]. Exosome-like structures secreted by airway epithelial cells in culture
possess anti-viral properties against influenza virus [102]. With respect to HIV-1, exosomes derived
from the T lymphocyte H9 cell line possess anti-HIV-1 activity that was attributed to the presence
of the cytidine deaminase Apolipoprotein B mRNA-editing, enzyme-catalytic, polypeptide-like 3G
(Apobec3G) enwrapped in the exosomes [103]. Since Apobec3G is an anti-HIV-1 host factor, this finding
suggest that exosomes may contribute to host innate immune defense mechanisms by enwrapping and
transferring anti-viral factors to target cells.
5. The Function of Biofluid Exosomes is Distinct from Cell Culture-Derived Exosomes: Intrinsic
Protection from HIV-1
Unlike biofluid exosomes generated by a multitude of cell types in vivo, cell culture exosomes
originate from homogeneous and often times transformed cells that hardly recapitulate the in vivo
microenvironment. Indeed, exosomes derived from tumor cells cultured in vitro differ from exosomes
isolated from tumor cells grown in vivo [104]. The anti-viral properties of cell culture derived exosomes
pales in comparison to that observed in biofluid derived exosomes. Early studies on exosome functions
in the late 1990 and early 2000 revealed that constituents of human semen could impair bacterial growth
and can neutralize measles virus [105,106], illustrating the potential protective properties of semen. Thus
far, exosomes isolated from two types of biofluid from HIV-1-seronegative donors have been shown to
inhibit HIV-1 infection (Figure 2). Exosomes purified from breast milk inhibit HIV-1 trans infection
mediated by dendritic cells (DC) by binding DC-SIGN and blocking mediated viral transfer to CD+
T cells [29]. The binding of DC-SIGN by milk exosomes signify potential competition between milk
exosomes and HIV-1 for binding to DC-SIGN.
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Figure 2. Model of biofluid exosome antiviral functions within the HIV-1 life cycle:
(1–13) HIV-1 life cycle as defined in Figure 1 legend. Biofluid exosomes may interact
with free HIV-1 and (14) sequester free viral particles within exosome aggregates thereby
inhibiting HIV-1 infection by preventing virus from binding to target cells. Biofluid
exosomes that present CD4 molecules on the exosome surface may (15) compete for
viral Env binding to CD4 on the host cell plasma membrane, thereby inhibiting HIV-1
infection by preventing virus from binding to target cells. Competition may also occur via
binding of exosome ligands/receptors to other receptors/ligands on the viral envelope (e.g.,
phosphatidylserine/annexin interaction). Exosomes are taken up by cells via direct fusion
with the plasma membrane or by endocytosis into endosomes that may subsequently fuse
with lysosomes. Exosomal interaction with HIV-1 may lead to entry of the virus into the cell
via endocytosis, leading to (16) exosomal delivery of virus into lysosomes for degradation,
subsequently inhibiting HIV-1 infection. (17) HIV-1 gRNA may be degraded or otherwise
rendered non-functional by exosomal antiviral proteins including Apobec3g, or following
translation of exosomal antiviral mRNA into antiviral proteins including Apobec3g, or
by antiviral exosomal miRNA. Exosomal antiviral protein, mRNA or miRNA may (18)
inhibit viral RT and reverse transcription processes by blocking RT activity, blocking RT
binding to RNA or facilitating degradation of RT. In the event that exosomes fuse with the
cellular plasma membrane, they may enrich the cell surface with proteins that may function
to (19) tether budding progeny virions to the plasma membrane (e.g., BST-2/tetherin,
PS/Annexin), preventing them from diffusing into the extracellular milieu and subsequently
preventing HIV-1 propagation.
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In sharp contrast to milk exosomes, blood-derived exosomes from plasma of HIV-1-seronegative
donors do not inhibit HIV-1 infection [29]. The inability of blood-derived exosome to inhibit HIV-1
infection was later confirmed in a different study by our research group [24]. However, we discovered
that exosomes purified from semen of HIV-1-seronegative donors inhibit infection of various cell types
by different strains of HIV-1 (Lab adapted and transmitted founder viruses) irrespective of co-receptor
usage [24]. Internalization of semen-derived exosomes into target cells, namely human vaginal epithelial
cells occurs mostly by endocytosis and partly by direct fusion with the cellular plasma membrane [27].
Upon internalization, semen-derived exosomes potently block cell to cell and trans HIV-1 infection
from vaginal epithelial cells to monocytic and lymphocytic cell lineages, as well as peripheral blood
leukocytes (PBLs) [27]. The anti-viral activity of semen-derived exosomes extends to other retroviruses
and was observed in vivo. Semen-derived exosomes block intravaginal replication of murine AIDS
(mAIDS) virus complex and restrict lymphatic mAIDS dissemination in mice [27]. While semen-derived
exosomes potently block HIV-1 infection, both semen and blood-derived exosomes have no effect on
replication of Herpes simplex virus (HSV) types 1 and 2 [24]. These observations signify that the
antiviral activity of semen-derived exosomes is specific for HIV-1 and murine retroviruses. Although
the exact mechanism of action of semen-derived exosomes is yet to be determined, we found that
semen-derived exosomes exert a post-entry block on HIV-1 replication by orchestrating deleterious
effects on virion-associated reverse transcriptase (RT) activity, thereby impairing particle infectivity [24].
While semen-derived exosomes inhibit viral RT activity, viral progeny generated in the presence of
these exosomes have equivalent amount of p24 but diminished viral RNA (Gag) compared to progeny
generated in the absence of semen-derived exosomes. It is surprising that the same amount of p24 is
detected by ELISA and immunoblot analysis of HIV-1 progeny generated in the presence or absence
of semen-derived exosomes, yet the fitness of the progeny generated in the presence of semen-derived
exosomes is ablated. Intact progeny p24 in the face of diminished Gag RNA and reduced RT activity
indicates that either (i) steady-state p24 from incoming virus is sufficient for incorporation into progeny
virions; (ii) the threshold of Gag mRNA needed to generate p24 CA protein is established and, thus, p24
packaging into progeny is unaffected by semen-derived exosomes or (iii) p24 can be incorporated into
exosomes as previously observed [64].
HIV-1 reverse transcription is integral to synthesis of nascent viral copy DNA required for establishing
productive infection and semen-derived exosomes impair this process. Therefore, it appears that
semen-derived exosomes have early post entry effects on HIV-1. If the effect of semen-derived exosomes
on HIV-1 is solely on the RT process, then semen-derived exosome-mediated deleterious effects on
HIV-1 observed at later time points past reverse transcription may be downstream effects of a cascade
of events initiated during reverse transcription. It is also possible that semen-derived exosomes may
affect HIV-1 at different stages in the viral life cycle. Further studies are needed to investigate these
propositions. Additionally, additional studies are required to understand the effect of breast milk and
semen-derived exosomes purified from HIV-1-seropositive donors on virus replication.
Not only do semen-derived exosomes have innate antiviral properties, these exosomes have natural
anti-inflammatory functions. Various investigators implicated semen and its constituents in varied
processes relating to spermatozoa function and protection from the female reproductive tract (FRT)
immune responses [106–123]. Semen is thought to have both immuno-stimulatory and -suppressive

Viruses 2015, 7

4103

properties. The cell-free component of semen, seminal plasma, contains signaling molecules (cytokines,
chemokines, and prostaglandins). Interaction between these molecules and the female genital epithelial
cells may induce an inflammatory cascade that includes recruitment and activation of cells. In contrast,
exosomes in semen are speculated to be immunosuppressive [124]. Such speculation was later supported
by a preliminary study from the Hladik lab showing that exposure of cells (DCs and PBMCs) to
semen-derived exosomes results in impaired production of TNFα and IFNγ, co-stimulatory capacity
of antigen-presenting cells, and antigen-specific T cell responses [125]. While immunosuppression
mediated by semen-derived exosomes may exacerbate some disease outcomes; for viruses that thrive
in an immune activated state, such as HIV-1, the anti-inflammatory function of semen-derived exosomes
may be beneficial to the host. For example, semen-derived exosomes could suppress HIV-1-induced
inflammation, cell activation, cytokine/chemokine synthesis, and immune cell homing to the site of
infection. All of these have the potential to diminish virus spread, especially in the mucosa, thereby
preventing sexual transmission of HIV-1.
6. Exosome-Associated HIV-1 Host Restriction Factors, Cytokines, and miRNAs
Exosomes exert their biological functions by direct interactions with recipient cells, or through the
transfer of their cargo following membrane fusion with or endocytosis into target cells. Because various
molecules are recruited into exosomes, it is has been suggested that exosomes can simultaneously
transfer multiple effector molecules to target cells. This unique ability makes exosomes superior vehicles
for cargo shuttling compared to other classical secretion mechanisms such as those used by cytokines,
chemokines and hormones. Various reports have shown that exosomes from different sources can transfer
pro- and anti- viral factors to target cells with resultant modulation of host cell responses [28,89,103].
Exosomal bio-physical and -chemical properties, cargo composition and functions differ depending on
a range of factors including but not limited to the source of the exosomes and infection status of donors.
For cell culture derived exosomes, variability in morphology, size and composition could be managed
to an extent. However, as biofluid exosomes are generated from a diverse array of cell types within the
host, it is plausible that donor dependent variability affects the cargo composition of exosomes isolated
from the same biofluid but from different individuals; although, the antiviral activity of semen-derived
exosomes from different donors is not significantly different [24,27]. Given the anti-HIV-1 activity of
exosomes from milk and semen, it is conceivable that these exosomes are loaded with molecules that are
known to restrict HIV-1 infection. It is also possible that exosomes from these sources elicit signaling
events that consequently block HIV-1 infection. Indeed, semen-derived exosomes have been shown to
be enriched in mRNA encoding an array of host restriction factors (HRF) including Apobec3 family
members and BST-2/tetherin [24]. Donor variability was observed in some Apobec3 and BST-2 mRNA.
Apobec3C, Apobec3D/E, Apobec3F, and Apobec3G mRNA were uniformly present in semen-derived
exosomes from all donors examined. However, donor variability was observed in mRNA expression
of Apobec3A, Apobec3B, Apobec3H and BST-2 in semen-derived exosomes. While semen-derived
exosomes uniformly contain Apobec3C, Apobec3D/E, Apobec3F, and Apobec3G mRNA, blood-derived
exosomes from all donors examined were completely devoid of Apobec3B, Apobec3C, Apobec3D/E,
Apobec3H and BST-2 mRNA. While these observations are interesting, it is cautioned that these
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exosomes were not autologous. Therefore, it is necessary to profile HRF cargos from autologous semen
and blood -derived exosomes during cargo composition and comparison studies.
Additionally, the mRNA cargo of human semen-derived exosomes is transferable to mice. Apobec3G
mRNA in exosomes isolated from human semen was transferred to mice following intravaginal
inoculation of mice with these exosomes. In these mice, human Apobec3G mRNA was detected in
vaginal cells [27]. This finding supports the premise that semen-derived exosomes transfer genetic
material between heterologous species. Interestingly, not all HRF mRNA present in semen-derived
exosomes were transferred to murine vaginal cells, suggesting the involvement of a possible specific
requirement for heterologous cargo shuttling. It is unclear whether any of the HRFs contained in
semen-derived exosomes participate in HIV-1 inhibition. Because HIV-1 counteracts the activity
of the various HRFs loaded into exosomes, it is of interest to know whether differences exists in
HRF composition of semen-derived exosomes derived from HIV-1-seronegative and HIV-1-seropositive
donors. Going by current literature that showed that exosomes protect Apobec3G from HIV-1 Vif [103],
it is speculated that HRF repertoire in exosomes from HIV-1-seropositive donors will be intact.
Aside from the exosomal HRF mRNA cargo, exosomes isolated from blood of HIV-1-seropositive
donors are enriched with proinflammatory cytokines and chemokines compared to seronegative plasma
controls. In addition, cell surface expression of CD38 activation marker is increased on naive
and central memory CD4+ and CD8+ T-cells in the presence of HIV-1-seropositive blood-derived
exosomes compared to HIV-1-seronegative exosomes [126]. Therefore, it is possible that unlike
semen-derived exosomes which have immunosuppressive properties, blood-derived exosomes may
have immunostimulatory and cell activation effects. The presence of inflammatory molecules in
blood-derived exosomes from HIV-1-seropositive individuals may facilitate HIV-1 propagation in the
host by promoting inflammatory response, immune activation, chemotactic signaling, and massive
supply of HIV-1-susceptible leukocytes to sites of infection. Indeed, we and others have observed
that exosomes purified from HIV-1-seronegative blood donors have no effect on HIV-1 infectivity
in vitro [24,29]. The role of exosomes from HIV-1-seropositive donors on HIV-1 infection of target
cells is yet to be determined.
Additionally present in exosomes are miRNAs that have been shown to be protective against
HIV-1. These include miR-28 [127,128], miR-29a [129,130], miR-29b [129], miR-125b [128,131],
miR-149 [129], miR-150 [127,128], miR-198 [132], miR-223 [127], miR-324 [129], miR-378 [129],
and miR-382 [127]. The level and roles of these miRNAs in the different types of exosomes
are undetermined.
For example, miR-382 is an anti-HIV-1 miRNA [127] that is packaged
into semen [25,133] and blood [133] exosomes. Because semen-derived exosomes inhibit HIV-1
infection [24,27] but blood-derived exosomes do not [24,29], it appears that exosome associated miR-382
may not function as anti-HIV-1. If this logic is proven to be true, then anti-HIV-1 miRNA targeted
to exosomes may have different functions unrelated to HIV-1. In addition, HIV-1-derived miRNA,
including vmiRTAR [89], vmiR88 [90], and vmiR99 [90] are present in exosomes isolated from HIV-1
infected cultured cells and blood of HIV-1-seropositive patients. While vmiRTAR enhanced infection,
vmiR88, and vmiR99 may function as chronic immune activators. The summary of HIV-1-relevant
miRNA found in exosomes is presented in Table 1.
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Table 1. HIV-1-relevant miRNA found in exosomes.

miRNA

Exosome Source

References

miR-28

Dendritic cells, J77 T cells, semen, blood

[133,134]

miR-29a

Breast milk, semen, dendritic cells

[25,133]

miR-29b

Semen, blood

[25,133]

miR-125b

Dendritic cells semen, blood

[25,133,134]

miR-149

Breast milk, semen dendritic cells, blood

[25,133]

miR-150

J77 T cells, breast milk, blood, semen

[133]

miR-198

Dendritic cells

[133]

miR-223

Dendritic cells, serum, breast milk, blood, semen

[133,134]

miR-324

Semen, blood, dendritic cells,

[25,133]

miR-378

Breast milk, semen, blood, dendritic cells,

[25,133]

miR-382

Semen, blood

[25,133]

vmiR88

Primary alveolar macrophages, serum

[90]

vmiR99

Primary alveolar macrophages, serum

[90]

vmiRTAR

J1.1 cells

[89]

7. Exosomes and Their Promise for Diagnostic and Therapeutic Applications
As stated earlier, exosomes loaded with host or pathogen derived RNA molecules, proteins and lipids
are released by cells into their surrounding environment. The presence of large numbers of exosomes
containing various molecules in several biofluids indicate that (i) in vivo, host cells can tolerate exosomes
and their contents; (ii) exosomes serve as a vehicle to shuttle RNA molecules, proteins and lipids between
cells over short and long distances; and (iii) the host could use exosomes as a channel for elimination of
antigens. For instance, cancer patients have high concentrations of exosomes loaded with tumor-specific
molecules. In these patients, exosomes can be used and is being evaluated for their potential use as cancer
biomarkers. As biofluid exosomes carry and transport specific proteins and various RNA species derived
from multiple organs, biofluid exosomes may be associated with a given disease or carry protective
molecules [24,27,29,135].
The use of exosomes as biomarkers for therapeutic purposes for cancer has gathered momentum.
However, the field of HIV-1 study is still in its infancy with regards to exosomes. Exosomes could
potentially be used as biomarkers and as therapeutic tools for HIV-1. The detection of exosomes in blood
of HIV-1-seropositive patients and the identification of HIV-1 proteins and RNAs in exosomes isolated
from the blood of HIV-1-seropositive patients emphasizes the potential utility of exosomes and their
contents as biomarkers for HIV-1. The demonstrations that HIV-1 RNA and protein are packaged into
blood-derived exosomes suggest that in HIV-1-seropositive people, the body could clear viral factors by
secreting them into exosomes. Blood-derived exosomes could therefore be harnessed as diagnostic and
prognostic HIV-1 biomarkers by (i) stimulating the release of exosomes containing the HIV-1 genome to
rid the body of viral factors; and (ii) efficiently targeting the HIV-1 genome to exosomes that have been
engineered for efficient degradation. The presence of the HIV-1 genome in blood-derived exosomes
could also be used as a tool to assess the efficacy of treatment. This could be done by evaluating the
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presence of specific viral molecules in exosomes as a means of assessing treatment efficacy with respect
to suppression of viral load or disease progression.
Based on recent observations that exosomes derived from human breast milk [29] and from human
semen [24,27] control HIV-1 infection of cells in culture (Figure 3), the anti-HIV effectors in biofluid
exosomes or biofluid exosome based synthetic nanoparticle delivery systems can potentially be used
as therapeutics in HIV-1 prevention and/or treatment. Furthermore, exosomes derived from human
semen inhibit intravaginal replication of mAIDS virus when they were administered into the mouse
vagina simultaneously with the virus [27] as would occur in human vaginal mucosa exposed to semen
of HIV-1-seropositive individuals during sexual transmission. Systemic virus spread was reduced in
mice that received the virus/exosome complex and plasma viremia was decreased. These observations
suggest a positive therapeutic effect of semen-derived exosomes on mucosal HIV-1 transmission and
systemic virus dissemination [27]. It is tempting to speculate that milk and semen-derived exosomes are
endowed with intrinsic protective properties that limit the vertical [milk-borne) and horizontal (sexual)
transmission of HIV-1. The beneficial roles of these exosomes are known but the mediators have yet to be
identified. Upon identification of the mediators, several potential approaches for their use in therapeutic
applications for HIV-1 include (i) engineering exosomes containing specific protective molecules;
(ii) designing small molecule drug exosome mimics and delivering them to the targets, and (iii) delivery
of semen-derived exosomes themselves to the mucosa as natural carriers of anti-HIV-1 molecules.
Furthermore, nanoparticle delivery systems mimicking semen-derived exosomes may have significant
contribution in vaginal mucosal drug delivery based on the fact that semen-derived exosomes are more
efficiently internalized than blood-derived exosomes and at least one cationic liposome formulation [27].
It is also plausible that nanoparticle delivery systems mimicking semen-derived exosomes may serve as
a better delivery system because semen-derived exosomes can naturally overcome mucosal barriers that
other artificially created vesicles are unable to surmount.
8. Conclusions and Perspectives
In order to achieve an HIV-1/AIDS-free world, we are in need of discovery and design of efficacious
and affordable treatments. As this review outlines, discovering that exosomes mediate important
cell-to-cell communication through the delivery of HIV-1 and host molecules has underlined particular
interest for the use of exosomes from various sources as potential HIV-1 biomarkers and therapeutic
tools. However, although significant advances have been made, many questions remain about the role
of exosomes in general and biofluid exosomes in particular in intercellular communication, immune
modulation, and immune surveillance. Additionally, little is known about the precise molecular
mechanisms of biofluid exosome biogenesis, release, targeting, and interactions with target cells within
the organs where they are released. Biofluid exosomes are heterogenous vesicles derived from different
cell types and, as a result, they are likely to perform specific functions in their cognate environment.
This issue remains to be clarified. For biofluid exosomes to be a reliable diagnostic and therapeutic
tool, robust isolation systems that will purify exosomes of interest from total EV populations must
emerge. Because exosomes encase HIV-1-derived or host-derived factors, these factors constitute a
network of communication that may act in a specific context or in association with many other players.
The consequence is eventual conditioning of host cells. Studies that will elucidate the physiological roles
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of biofluid exosomes in HIV-1 infection and transmission are imperative before exosomes themselves or
biofluid-derived exosome-based synthetic nanoparticles can be used diagnostically and therapeutically.
Currently, many questions such as (i) which cell types release and internalize biofluid exosomes
in vivo; (ii) what is the half-life of biofluid exosomes in vivo; and (iii) what is the mechanism of
exosomal internalization in vivo, remain unanswered. Identifying the answers to these questions will
fundamentally push the frontiers of our understanding of the roles exosomes play in HIV-1 pathogenesis.

Figure 3. Biofluid derived exosomes modulate HIV-1 infection: (1–6) HIV-1 life cycle
as defined in Figure 1 legend. Exosomes derived from human semen inhibit direct,
trans and cell-to-cell transmission of HIV in human PBL, T cells and monocytes by
(7) mediating deleterious effects on HIV reverse transcriptase and reverse transcription
processes. Exosomes derived from human blood plasma or blood serum have no effect on
HIV infectivity. Exosomes derived from human breast milk inhibit cell-to-cell transmission
of HIV from monocyte-derived dendritic cells (MDDC) to CD4+ T cells by (8) competing
for binding of HIV to DC-SIGN on MDDC. Biofluid derived exosomes may also inhibit
HIV infectivity by (9) exosomal donation or transfer of antiviral cargo to recipient
cells; (10) inhibition of cellular signaling or molecules required for HIV replication or
(11) induction of cellular signaling or donation of exosomal factors resulting in enhancement
of expression of molecules responsible for host protection against HIV.
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